SEQUENCE LISTING 



(1) GENERAL INFORMATION: 



(i) APPLICANT: Hubbell , Earl A. 

Smith, David P. 



(ii) TITLE OF INVENTION: Techniques for Synthesis 

Integrity Evaluation Utilizing Cycle Fidelity 
Probes 



(iii) NUMBER OF SEQUENCES: 4 



(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Beyer & Weaver, LLP 

(B) STREET: 62 0 Hansen Way 

(C) CITY: Palo Alto 

(D) STATE: CA 

{ E ) COUNTRY : USA 

(F) ZIP: 94304 



(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS -DOS 

(D) SOFTWARE: Patentin Release #1.0, Version #1.30 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 

(B) FILING DATE: 

(C) CLASSIFICATION: 



(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: 09/059,779 

(B) FILING DATE: April 13, 1998 

(viii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: Ritter, Michael J. 

(B) REGISTRATION NUMBER: 36,653 

(C) REFERENCE/DOCKET NUMBER: AFFYP007A 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 650-493-2100 

(B) TELEFAX: 650-493-2102 



(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 
CTGAACGGTA GCATCTT 17 
(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 



22 



(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
TGAACGGTAG CATCTTG 17 
(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 
GAACGGTAGC ATCTTGA 17 
(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 17 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 
AACGGTAGCA TCTTGAC 17 
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